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Genome-wide association study of alcohol consumption and genetic overlap with other
health-related traits in UK Biobank (N=112 117).
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ADH5) (28} 5L (SNP), Folfkif & OREN#HE S KLB © 2 BB 1#ED
GEN TV, £72. GCKR, CADM2, FAM69C & o 72387 LV VE(E 72D SNP & A7
STz, BTN — ADOENT CIXH B E AR O MR AEYFEOELICEE T 5B BT
(DRD2, PDE4B) & OB B H &7z, GCTA (Genome-wide Complex Trait Analysis)
FEAT CIZFGE R D SNP IC L D EEAAE TH Y | BIEHRN 13 %HEHERE se=0.01%) ThH
L2 ERH U, PRI Tl GWAS B FEEO KD NEEL TEB Y, BRoOBED
EEAOFERE (rG) 13 0.90 (se=0.09, PfE="7.16x10-23) TdH -7z, LD A= 7 [EIF/3H T
XL R S HEFEE rG=0.18, s =0.03) . HDL = L 27 1 —/L (rG = 0.28. se = 0.05) ,
M (rG = 0.40, se=0.06)., #x e FRIOFE (B 21X, WAEEIL rG =-0.19, se=0.05)
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